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ENTERED 



3 <110> APPLICANT: Charmley, Patrick 

4 Moss, Patrick 

5 McEuen, Mark 

7 <120> TITLE OF INVENTION: Compositions and Methods for Diagnosing or Treating 



Psoriasis 





9 


<130> FILE REFERENCE: CECH118109 


















C--> 


11 


<140> CURRENT APPLICATION NUMBER: US/09/994, 


365 












c--> 


11 


<141> CURRENT FILING DATE: 


2001- 


11- 


26 


















11 


<150> PRIOR 


APPLICATION 


NUMBER: 


US 


60/253, 592 














12 


<151> PRIOR 


FILING DATE 


: 2000-11-28 




















14 


<150> PRIOR 


APPLICATION 


NUMBER: 


US 


60/256, 839 














15 


<151> PRIOR 


FILING DATE 


: 2000-12-15 




















17 


<160> NUMBER OF 


SEQ 


ID NOS: 


16 






















19 


<170> SOFTWARE: 


Patentln version 3 . 


0 


















21 


<210> SEQ ID NO 


1 




























22 


<211> LENGTH: 891 




























23 


<212> TYPE: 


DNA 






























24 


<213> ORGANISM: 


Homo sapiens 






















26 


<220> FEATURE: 






























27 


<221> NAME/KEY: 


CDS 




























28 


<222> LOCATION: 


(64) 


• ■ (471) 
























30 


<400> SEQUENCE: 


1 




























31 


cctcttgggg ttcccaggca cccagactca gcccacccca 


gctttggggg 


Dcagtacata 


60 




33 


gcc 


atg 


ate 


etc 


aac 


tgg 


aag 


etc 


ctg 


ggg 


ate 


ctg 


gtc 


ctt 


tgc 


ctg 


108 




34 




Met 


He 


Leu 


Asn 


Trp 


Lys 


Leu 


Leu 


Gly 


He 


Leu 


Val 


Leu 


Cys 


Leu 






35 




1 








5 










10 










15 






37 


cac 


acc 


aga 


ggc 


ate 


tea 


ggc 


age 


gag 


ggc 


cac 


ccc 


tct 


cac 


cca 


ccc 


156 




38 


His 


Thr 


Arg 


Gly 


He 


Ser 


Gly 


Ser 


Glu 


Gly 


His 


Pro 


Ser 


His 


Pro 


Pro 






39 










20 










25 










30 








41 


gca 


gag 


gac 


cga 


gag 


gag 


gca 


ggc 


tec 


cca 


aca 


ttg 


cct 


cag 


ggc 


ccc 


204 




42 


Ala 


Glu 


Asp 


Arg 


Glu 


Glu 


Ala 


Gly 


Ser 


Pro 


Thr 


Leu 


Pro 


Gin 


Gly 


Pro 






43 








35 










40 










45 










45 


cca 


gtc 


ccc 


ggt 


gac 


cct 


tgg 


cca 


ggg 


gca 


ccc 


cct 


etc 


ttt 


gaa 


gat 


252 




46 


Pro 


Val 


Pro 


Gly 


Asp 


Pro 


Trp 


Pro 


Gly 


Ala 


Pro 


Pro 


Leu 


Phe 


Glu 


Asp 






47 






50 










55 










60 












49 


cct 


ccg 


cct 


acc 


cgc 


ccc 


agt 


cgt 


ccc 


tgg 


aga 


gac 


ctg 


cct 


gaa 


act 


300 




50 


Pro 


Pro 


Pro 


Thr 


Arg 


Pro 


Ser 


Arg 


Pro 


Trp 


Arg 


Asp 


Leu 


Pro 


Glu 


Thr 






51 




65 










70 










75 














53 


gga 


gtc 


tgg 


ccc 


cct 


gaa 


ccg 


cct 


aga 


acg 


gat 


cct 


cct 


caa 


cct 


ccc 


348 




54 


Gly 


Val 


Trp 


Pro 


Pro 


Glu 


Pro 


Pro 


Arg 


Thr 


Asp 


Pro 


Pro 


Gin 


Pro 


Pro 






55 


80 










85 










90 










95 






57 


egg 


cct 


gac 


gac 


cct 


tgg 


ccg 


gca 


gga 


ccc 


cag 


ccc 


cca 


gaa 


aac 


ccc 


396 




58 


Arg 


Pro 


Asp 


Asp 


Pro 


Trp 


Pro 


Ala 


Gly 


Pro 


Gin 


Pro 


Pro 


Glu 


Asn 


Pro 






59 










100 










105 










110 








61 


tgg 


cct 


cct 


gcc 


cct 


gag 


gtg 


gac 


aac 


cga 


cct 


cag 


gag 


gag 


cca 


gac 


444 




62 


Trp 


Pro 


Pro 


Ala 


Pro 


Glu 


Val 


Asp 


Asn 


Arg 


Pro 


Gin 


Glu 


Glu 


Pro 


Asp 






63 








115 










120 










125 










65 


eta 


gac 


cca 


ccc 


egg 


gaa 


gag 


tac 


aga 


taatggagtc ccctcagccg 




491 
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66 Leu Asp Pro Pro Arg Glu Glu Tyr Arg 

67 130 135 

69 ttctgttccc aggcatctcc aggcacccac gccctctcca ccctctgatt ccccgtgaat 551 
71 tcttcccaat ttagcctatc tccttaaacc tcttcctcat tccctcggtt ttattctgaa 611 
73 cccgtaaggt ggtgttctca atatttcctg tcccctcctg agatccatac ttagtcctca 671 
75 catcgcccgt tttttcctct gacagcctaa gcctactctc ctacctcgcc tccaggcctc 731 
77 ggccccacct acctcccacc cggtcttcct gcccgcgcga tcgctggggc agggctatgg 7 91 
79 tactgtgttc ccttctgcca cctggtggcc ggcggcagga actatcagta gacagctgct 851 
81 gcttccatga aacggaaaaa taaaaatcat gttttcttaa 891 

84 <210> SEQ ID NO: 2 

85 <211> LENGTH: 136' 

86 <212> TYPE: PRT 

87 <213> ORGANISM: Homo sapiens 
89 <400> SEQUENCE: 2 

91 Met lie Leu Asn Trp Lys Leu Leu Gly lie Leu Val Leu Cys Leu His 

92 1 5 10 15 

95 Thr Arg Gly lie Ser Gly Ser Glu Gly His Pro Ser His Pro Pro Ala 

96 20 25 30 

99 Glu Asp Arg Glu Glu Ala Gly Ser Pro Thr Leu Pro Gin Gly Pro Pro 



100 






35 










40 










45 








103 


Val 


Pro 


Gly 


Asp 


Pro 


Trp 


Pro 


Gly 


Ala 


Pro 


Pro 


Leu 


Phe 


Glu 


Asp 


Pro 


104 




50 










55 










60 










107 


Pro 


Pro 


Thr 


Arg 


Pro 


Ser 


Arg 


Pro 


Trp 


Arg 


Asp 


Leu 


Pro 


Glu 


Thr 


Gly 


108 


65 










70 










75 










80 


111 


Val 


Trp 


Pro 


Pro 


Glu 


Pro 


Pro 


Arg 


Thr 


Asp 


Pro 


Pro 


Gin 


Pro 


Pro 


Arg 


112 










85 










90 










95 




115 


Pro 


Asp 


Asp 


Pro 


Trp 


Pro 


Ala 


Gly 


Pro 


Gin 


Pro 


Pro 


Glu 


Asn 


Pro 


Trp 


116 








100 










105 










110 






119 


Pro 


Pro 


Ala 


Pro 


Glu 


Val 


Asp 


Asn 


Arg 


Pro 


Gin 


Glu 


Glu 


Pro 


Asp 


Leu 


120 






115 










120 










125 








123 


Asp 


Pro 


Pro 


Arg 


Glu 


Glu 


Tyr 


Arg 


















124 




130 










135 




















127 


<210> SEQ ID NO 


3 
























128 


<211> LENGTH: 114 
























129 


<212> TYPE: 


PRT 


























130 


<213> ORGANISM: 


Homo sapiens 


















132 


<400> SEQUENCE: 


3 
























134 


Ser 


Glu 


Gly 


His 


Pro 


Ser 


His 


Pro 


Pro 


Ala 


Glu 


Asp 


Arg 


Glu 


Glu 


Ala 


135 


1 








5 










10 










15 




137 


Gly 


Ser 


Pro 


Thr 


Leu 


Pro 


Gin 


Gly 


Pro 


Pro 


Val 


Pro 


Gly 


Asp 


Pro 


Trp 


138 








20 










25 










30 






140 


Pro 


Gly 


Ala 


Pro 


Pro 


Leu 


Phe 


Glu 


Asp 


Pro 


Pro 


Pro 


Thr 


Arg 


Pro 


Ser 


141 






35 










40 










45 








143 


Arg 


Pro 


Trp 


Arg 


Asp 


Leu 


Pro 


Glu 


Thr 


Gly Val 


Trp 


Pro 


Pro 


Glu 


Pro 


144 




50 










55 










60 










146 


Pro 


Arg 


Thr 


Asp 


Pro 


Pro 


Gin 


Pro 


Pro 


Arg 


Pro 


Asp 


Asp 


Pro 


Trp 


Pro 


147 


65 










70 










75 










80 


149 


Ala 


Gly 


Pro 


Gin 


Pro 


Pro 


Glu 


Asn 


Pro 


Trp 


Pro 


Pro 


Ala 


Pro 


Glu 


Val 


150 










85 










90 










95 





file://C:\Crf3\Outhold\VsrI994365.htm 



12/4/01 



Page 3 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/994,365 



DATE: 12/04/2001 
TIME: 12:06:54 



Input Set : A:\CECH18109seq.txt 

Output Set: N:\CRF3\11212001\I994365.raw 



152 Asp Asn Arg Pro Gin Glu Glu Pro Asp Leu Asp 

153 100 105 
155 Tyr Arg 

158 <210> SEQ ID NO: 4 

159 <211> LENGTH: 3001 

160 <212> TYPE: DNA 

161 <213> ORGANISM: Homo sapiens 

163 <400> SEQUENCE: 4 

164 cctgggatta ccaagaggca tgtgccacca tgtccggcta 
166 gagacggggt ttctccatgt tggtcaggct ggtcttgaac 
168 cccgcttcgg cctcccaaag tgctgggatt acaggcgcaa 
170 tgatgtatat tttaagacct cttttgctgg tggaggacag 
172 ataaacagtg ggagcaaggg ggccaattag aagggtgttg 
174 tggctcagga tgatgggctg ggtttggaca gggtgtggag 
176 gaggagtgta acgaaggttt ctgcgtgagc cctggaggga 
178 gcataataag gtgttcctta ctgtggggta gcggaccagg 
180 atcaaatttt attttggaca tgttacttct gaaaggctaa 
182 tccttgaggg aaacgttcta ggggtctctc tgggaggctt 
184 aaaggagaat gggagggagg agacgagtac aatagagttg 
186 gataggtgga ttcctgaggg aggaggaagg ggctgaggtt 
188 tccggagcca ttggcaggac tgatgcaaac agctctgggt 
190 tcctcctgtg tccttccttt tctgcagtca tcctgggtgg 
192 gatatcattg cttggaggtc ccctgcatgc ctgaagaagg 
194 cctggatccc atgggggaag ggaagtgccc aggaaagcac 
196 cagtgcgggg atgagtgggg aggctggggt agtagctgac 
198 ggtttgaaag gcacctcctc ccccagcgca ggcatcctgc 
200 gtgcttccca acgcccatcg cgtggtttgc tcccattctt 
202 ggatgaaggt ggacatctct gtgattacgg agatgccaag 
204 gtgtggatgg agggtgtgaa aaccagggtg gggtgacgca 
206 agagcaggca gctgggtcct gggctggagg actaaaataa 
208 gacacatcag cccaggcctt cccaacgggt ttgaccagtt 
210 tgccactggg ctggcccctc ctccactcct cccctataaa 
212 acccagactc agcccacccc agctttgggg gccagtacat 
214 agctcctggg gatcctggtc ctttgcctgc acaccagagg 
216 ggactgcagt ttggggtgat gagggatact caagatggcg 
218 ggttggggac aggaattcag gggatgcaga aggtgcatct 
220 ctggacacat tgggtggggg acatggtgca gaaggtgcat 
222 tttgctggct ccatgtggca aagtcggtca ggattaacgt 
224 ggagctggga tctgtgttaa ggagctgggt tccttgtaaa 
226 gggccaaggt gtaacccacc ttgggttgca ggttggcctg 
228 ccccaaccag gggtggatgg agcttatttg gagaagtctg 
230 gtgaacggtt cagatccatc gggggtaggg gttcatgaca 
232 ttacaaacct accgagagct ctttgagagt gacttttttg 
234 aggctgcgtc catccagaca ggctcctcct cctggggctg 
236 gagaagccct caccacctct tacctttctc cttcctcctt 
238 agggccaccc ctctcaccca cccgcagagg accgagagga 
240 ctcagggccc cccagtcccc ggtgaccctt ggccaggggc 
242 ctccgcctac ccgccccagt cgtccctgga gagacctgcc 
244 ctgaaccgcc tagaacggat cctcctcaac ctccccggcc 



Pro Pro Arg Glu Glu 
110 



atatttttgt 
tcccgacctc 
gccaccacac 
gctttgtgtg 
gggaggctca 
gggcttgcag 
acagatgaga 
cagggaacaa 
cagacttcca 
agatcaagga 
gagccaaggt 
gctggagcct 
gggaagaggg 
ctgccagatg 
acatggtgga 
gaagccccag 
actgtcccag 
ctcccaaccc 
tggcttccaa 
tgggtattga 
ggctctgggt 
gggacgccac 
ctgttctgat 
gcctcttggg 
agccatgatc 
tgaggtggga 
gaggtgaact 
ggctcaccag 
ttggctctca 
ggggggggac 
gctggggtct 
aggacaaagc 
gtcagtttaa 
ttttaccatc 
gtctgtttgt 
gggctgggtg 
tacaggcatc 
ggcaggctcc 
accccctctc 
tgaaactgga 
tgacgaccct 



atttttagta 
aggtgatccg 
caggcccgcg 
agggggaggg 
ggggagatgg 
gtggatggtg 
tcacgccatt 
cctgggagga 
ggcagaaagg 
gctgagacca 
cctagaggcg 
ggcagcttct 
aaccaggata 
gaattccttg 
gagcaggatg 
ggggagcttt 
ctgcatccca 
tgtaattacg 
tagttgcaag 
ctgctccagg 
catgataggg 
cttcaggggt 
ggtattcctg 
gttcccaggc 
ctcaactgga 
acagaggcag 
ggacgcatgg 
aaatggcttt 
ccagaaatgg 
gagtttcctc 
gtgtgcctgg 
tagtggggta 
agtgggtcaa 
agttaagtat 
gggtcagttc 
gggctgggga 
tcaggcagcg 
ccaacattgc 
tttgaagatc 
gtctggcccc 
tggccggcag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
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246 


gaccccagcc 


cccagaaaac ccctggcctc 


ctgcccctga 


ggtggacaac 


cgacctcagg 


2520 


248 


aggagccaga 


cctagaccca ccccgggaag agtacagata 


atggagtccc 


ctcagccgtt 


2580 


250 


ctgttcccag 


gcatctccag gcacccacgc cctctccacc 


ctctgattcc 


ccgtgaattc 


2640 


252 


ttcccaattt 


agcctatctc cttaaacctc 


ttcctcattc 


cctcggtttt 


attctgaacc 


2700 


254 


cgtaaggtgg 


tgttctcaat atttcctgtc 


ccctcctgag 


atccatactt 


agtcctcaca 


2760 


256 


tcgcccgttt 


tttcctctga cagcctaagc 


ctactctcct 


acctcgcctc 


caggcctcgg 


2820 


258 


ccccacctac 


ctcccacccg gtcttcctgc 


ccgcgcgatc 


gctggggcag 


ggctatggta 


2880 


260 


ctgtgttccc 


ttctgccacc tggtggccgg 


eggcaggaac 


tatcagtaga 


cagctgctgc 


2940 


262 


ttccatgaaa 


eggaaaaata aaaatcatgt tttcttaatt 


ctgaatctag 


getgetgett 


3000 


264 


t 
































3001 


267 


<210> SEQ ID NO 


5 


























268 


<211> LENGTH: 1145 


























269 


<212> TYPE: 


DNA 




























270 


<213> ORGANISM: 


Homo sapiens 




















272 


<220> FEATURE: 




























273 


<221> NAME/KEY: 


CDS 


























274 


<222> LOCATION: 


(1) 


. (978) 






















276 


<400> SEQUENCE: 


5 


























277 


atg 


cag 


ggc 


cgc 


gtg 


gca 


<3<3<3 


age 


tgc 


get 


cct 


ctg 


ggc 


ctg 


etc 


ctg 


48 


278 


Met 


Gin 


Gly 


Arg 


Val 


Ala 


Gly 


Ser 


Cys 


Ala 


Pro 


Leu 


Gly 


Leu 


Leu 


Leu 




279 


1 








5 










10 










15 






281 


gtc 


tgt 


ctt 


cat 


etc 


cca 


ggc 


etc 


ttt 


gee 


egg 


age 


ate 


ggt 


gtt 


gtg 


96 


282 


Val 


Cys 


Leu 


His 


Leu 


Pro 


Gly 


Leu 


Phe 


Ala 


Arg 


Ser 


He 


Gly 


Val 


Val 




283 








20 










25 










30 








285 


gag 


gag 


aaa 


gtt 


tec 


caa 


aac 


ttg 


ggg 


acc 


aac 


ttg 


cct 


cag 


etc 


gga 


144 


286 


Glu 


Glu 


Lys 


Val 


Ser 


Gin 


Asn 


Leu 


Gly 


Thr 


Asn 


Leu 


Pro 


Gin 


Leu 


Gly 




287 






35 










40 










45 










289 


caa 


cct 


tec 


tec 


act 


ggc 


ccc 


tct 


aac 


tct 


gaa 


cat 


ccg 


cag 


ccc 


get 


192 


290 


Gin 


Pro 


Ser 


Ser 


Thr 


Gly 


Pro 


Ser 


Asn 


Ser 


Glu 


His 


Pro 


Gin 


Pro 


Ala 




291 




50 










55 










60 












293 


ctg 


gac 


cct 


agg 


tct 


aat 


gac 


ttg 


gca 


agg 


gtt 


cct 


ctg 


aag 


etc 


age 


240 


294 


Leu 


Asp 


Pro 


Arg 


Ser 


Asn 


Asp 


Leu 


Ala 


Arg 


Val 


Pro 


Leu 


Lys 


Leu 


Ser 




295 


65 










70 










75 










80 




297 


gtg 


cct 


gca 


tea 


gat 


ggc 


ttc 


cca 


cct 


gca 


gga 


ggt 


tct 


gca 


gtg 


cag 


288 


298 


Val 


Pro 


Ala 


Ser 


Asp 


Gly 


Phe 


Pro 


Pro 


Ala 


Gly 


Gly 


Ser 


Ala 


Val 


Gin 




299 










85 










90 










95 






301 


agg 


tgg 


cct 


cca 


teg 


tgg 


ggg 


ctg 


cct 


gec 


atg 


gat 


tec 


tgg 


ccc 


cct 


336 


302 


Arg 


Trp 


Pro 


Pro 


Ser 


Trp 


Gly 


Leu 


Pro 


Ala 


Met 


Asp 


Ser 


Trp 


Pro 


Pro 




303 








100 










105 










110 








305 


gag 


gat 


cct 


tgg 


cag 


atg 


atg 


get 


get 


gcg 


get 


gag 


gac 


cgc 


ctg 


ggg 


384 


306 


Glu 


Asp 


Pro 


Trp 


Gin 


Met 


Met 


Ala 


Ala 


Ala 


Ala 


Glu 


Asp 


Arg 


Leu 


Gly 




307 






115 










120 










125 










309 


gaa 


gcg 


ctg 


cct 


gaa 


gaa 


etc 


tct 


tac 


etc 


tec 


agt 


get 


gcg 


gee 


etc 


432 


310 


Glu 


Ala 


Leu 


Pro 


Glu 


Glu 


Leu 


Ser 


Tyr 


Leu 


Ser 


Ser 


Ala 


Ala 


Ala 


Leu 




311 




130 










135 










140 












313 


get 


ccg 


ggc 


agt 


ggc 


cct 


ttg 


cct 


ggg 


gag 


tct 


tct 


ccc 


gat 


gec 


aca 


480 


314 


Ala 


Pro 


Gly 


Ser 


Gly 


Pro 


Leu 


Pro 


Gly 


Glu 


Ser 


Ser 


Pro 


Asp 


Ala 


Thr 




315 


145 










150 










155 










160 




317 


ggc 


etc 


tea 


ccc 


gag 


get 


tea 


etc 


etc 


cac 


cag 


gac 


teg 


gag 


tec 


aga 


528 
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318 


Gly 


Leu 


Ser 


Pro 


Glu 


Ala 


Ser 


Leu 


Leu 


His 


Gin 


Asp 


Ser 


Glu 


Ser 


Arg 




319 










165 










170 










175 






321 


cga 


ctg 


ccc 


cgt 


tct 


aat 


tea 


ctg 


gga 


gee 


ggg 


gga 


aaa 


ate 


ctt 


tec 


576 


322 


Arg 


Leu 


Pro 


Arg 


Ser 


Asn 


Ser 


Leu 


Gly Ala 


Gly 


Gly 


Lys 


He 


Leu 


Ser 




323 








180 










185 










190 








325 


caa 


cgc 


cct 


ccc 


tgg 


tct 


etc 


ate 


cac 


agg 


gtt 


ctg 


cct 


gat 


cac 


ccc 


624 


326 


Gin 


Arg 


Pro 


Pro 


Trp 


Ser 


Leu 


He 


His 


Arg 


Val 


Leu 


Pro 


Asp 


His 


Pro 




327 






195 










200 










205 










329 


tgg 


ggt 


acc 


ctg 


aat 


ccc 


agt 


gtg 


tec 


tgg 


gga 


ggt 


gga 


ggc 


cct 


ggg 


672 


330 


Trp 


Gly 


Thr 


Leu 


Asn 


Pro 


Ser 


Val 


Ser 


Trp 


Gly 


Gly 


Gly 


Gly 


Pro 


Gly 




331 




210 










215 










220 












333 


act 


ggt 


tgg 


gga 


acg 


agg 


ccc 


atg 


cca 


cac 


cct 


gag 


gga 


ate 


tgg 


ggt 


720 


334 


Thr 


Gly 


Trp 


Gly 


Thr 


Arg 


Pro 


Met 


Pro 


His 


Pro 


Glu 


Gly 


He 


Trp 


Gly 




335 


225 










230 










235 










240 




337 


ate 


aat 


aat 


caa 


ccc 


cca 


ggt 


acc 


age 


tgg 


gga 


aat 


att 


aat 


egg 


tat 


768 


338 


He 


Asn 


Asn 


Gin 


Pro 


Pro 


Gly 


Thr 


Ser 


Trp 


Gly 


Asn 


He 


Asn 


Arg 


Tyr 




339 










245 










250 










255 






341 


cca 


gga 


ggc 


age 


tgg 


gga 


aat 


att 


aat 


egg 


tat 


cca 


gga 


ggc 


age 


tgg 


816 


342 


Pro 


Gly 


Gly 


Ser 


Trp 


Gly 


Asn 


He 


Asn 


Arg 


Tyr 


Pro 


Gly 


Gly 


Ser 


Trp 




343 








260 










265 










270 








345 


ggg 


aat 


att 


aat 


egg 


tat 


cca 


gga 


ggc 


age 


tgg 


ggg 


aat 


att 


cat 


eta 


864 


346 


Gly 


Asn 


He 


Asn 


Arg 


Tyr 


Pro 


Gly 


Gly 


Ser 


Trp 


Gly 


Asn 


He 


His 


Leu 




347 






275 










280 










285 










349 


tac 


cca 


ggt 


ate 


aat 


aac 


cca 


ttt 


cct 


cct 


gga 


gtt 


etc 


cgc 


cct 


cct 


912 


350 


Tyr 


Pro 


Gly 


He 


Asn 


Asn 


Pro 


Phe 


Pro 


Pro 


Gly 


Val 


Leu 


Arg 


Pro 


Pro 




351 




290 










295 










300 












353 


ggc 


tct 


tct 


tgg 


aac 


ate 


cca 


get 


ggc 


ttc 


cct 


aat 


cct 


cca 


age 


cct 


960 


354 


Gly 


Ser 


Ser 


Trp 


Asn 


He 


Pro 


Ala 


Gly 


Phe 


Pro 


Asn 


Pro 


Pro 


Ser 


Pro 




355 


305 










310 










315 










320 




357 


agg 


ttg 


cag 


tgg 


ggc 


tag 


agcacgatag agggaaaccc aacattggga 




1008 


358 


Arg 


Leu 


Gin 


Trp 


Gly 


























359 










325 


























361 


gttagagtcc tgctcccgcc ccttgctgtg tgggctcaat 


ccaggccctg ttaacatgtt 


1068 


363 


tccagcacta tccccacttt tcagtgcctc ccctgctcat 


ctccaataaa ataaaagcac 


1128 


365 


ttatggaaaa aaaaaaa 
























1145 


368 


<210> SEQ ID NO: 


: 6 


























369 


<211> LENGTH: 325 


























370 


<212> TYPE: 


PRT 




























371 


<213> ORGANISM: 


Homo sapiens 




















373 


<400> SEQUENCE: 


6 


























375 


Met 


Gin 


Gly 


Arg 


Val 


Ala 


Gly 


Ser 


Cys 


Ala 


Pro 


Leu 


Gly 


Leu 


Leu 


Leu 




376 


1 








5 










10 










15 






379 


Val 


Cys 


Leu 


His 


Leu 


Pro 


Gly 


Leu 


Phe 


Ala 


Arg 


Ser 


He 


Gly Val 


Val 




380 








20 










25 










30 








383 


Glu 


Glu 


Lys 


Val 


Ser 


Gin 


Asn 


Leu 


Gly 


Thr 


Asn 


Leu 


Pro 


Gin 


Leu 


Gly 




384 






35 










40 










45 










387 


Gin 


Pro 


Ser 


Ser 


Thr 


Gly 


Pro 


Ser 


Asn 


Ser 


Glu 


His 


Pro 


Gin 


Pro 


Ala 




388 




50 










55 










60 












391 


Leu 


Asp 


Pro 


Arg 


Ser 


Asn 


Asp 


Leu 


Ala 


Arg 


Val 


Pro 


Leu 


Lys 


Leu 


Ser 
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